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https://www.immudex.com/media/2266/advanc
ements-in-single-cell-multiomic-profiling-of-
antigen-specific-t-cells-with-dcode-dextramer.pdf
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→ Differential gene expression analysis 
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Barcoded Bead























*Mix of PBMC, Jurkat, Ramos and THP1 cells
**BD Rhapsody  Scanner hemocytometer count
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No batch effect between varying cell loads on different lanesMultiplet rate follows Poisson rates
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*Mix of Jurkat and Ramos cells
**BD Rhapsody  Scanner hemocytometer count
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