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Creating a BD™ AbSeq assay reference file
1. Using a text editor, such as Notepad on Microsoft® Windows®, TextEdit on macOS®, or Sublime Text, open the BD AbSeq master reference file. Do not use Microsoft Word or any other word processor. 
[bookmark: _GoBack]The master reference file can be downloaded from this link, or from the BD Single Cell Genomics Analysis Setup User Guide, Doc ID 47383. Contact us at SCOMIX@bd.com for a copy of the file if you run into any issues with the download. The following is an example of the master file opened in Sublime Text editor.[image: ]
2. Open a new file in the text editor and save it with the extension .fasta. The following screenshot shows a sample title of AbSeq_reference.fasta.  [image: ]



3. Locate each BD AbSeq file used in the experiment within the master list. Copy the full header line (starting with >) and its barcode sequence from the master list into the newly created .fasta file. The following example shows 20 AbOligos used. [image: ]
4. If custom sequences were used, add the antibody name to the header of the custom sequence to correspond with your targets. 

The custom sequence in the reference file has no target associated with it and looks like this:
>ACU7001|pAbO
TTGCGATAGGTTACCAGGATGTGCGGATAGTTACTT

Add the target immediately after the “>” character and insert a vertical bar, “|” immediately after like this:
>CD1234|ACU7001|pAbO
TTGCGATAGGTTACCAGGATGTGCGGATAGTTACTT

This ensures that CD1234 will show up in the output files of the pipeline.

For Research Use Only. Not for use in diagnostic or therapeutic procedures.
Trademarks are the property of their respective owners.
Becton, Dickinson and Company, BD Biosciences, San Jose, CA, 95131, USA
© 2019 BD. All rights reserved. Unless otherwise noted, BD, the BD Logo and all other trademarks are property of Becton, Dickinson and Company.

image4.png
<

3
1
2
3
2
5
6
7
8

BDAbSeq_allReference Jatest fasta
>CD103 | TTGAE | AHS0001 | pAbO
AAATAGTATCGAGCGTAGTTAAGTTGCGTAGCCGTT
>CD39 | ENTPD1 | AHS0006 | pALO
TGTTGTCTTGTACGGCTTGAGTCGGGTTAATTCGGG
>CD197 | CCRT | AHS0007 | pAO
AAGGGTTGTAAGTTAGTCGATCCGCGTATTGTCATG
>CD20 |MS4A1 | AHS0008 | pALO
TTGCTTGTTGCGCGTTAGAGAGTATGTCGGGAGATG
>CD45RA|PTPRC| AHS0009 | pADO
AAGCGATTGCGAAGGGTTAGTCAGTACGTTATGITG
>CD69| (D6 |AHS0010 | pALO
CAATAACGGGTCATAGTAAGTCGCGAGTAAGAGGGC
>CD275| ICOSLG | AHS0011 | pAbO
GTTTATATGTACGACGCCCGGTTGACGAGTGGAAGT
>CD278| 1COS | AHS0012 | pAO
ATAGTCCGCCGTAATCGTTGTGTCGCTGAAAGGGTT
>CD81|CDB1 |AHS0021 | pAbO
TTAGATTGACGGTCGAAGAGTTACGCCTGATTGTGT
>CD38| (D38 |AHS0022 | pALD
GTCAACGATGGGTAGCGGTAGARATAACGGAACTGG
>CD95| FAS |AHS0023 | pAbO
GGCCCGTTAGAGTTGGTATCCGTATGAAGGTTAGCT
>CD28| D28 |AHS0024 | pALO.
TTGGTTTCGTAAGCGGCTAAGCGTATCTCGTGTTTG
>CD27|CD27 |AHS0025 | pAbO
‘TGTCCGTTTAGCGAATTGGGTTGAGTCACGTAGGT
>CD25 | TL2RA| AHS0026 | pALO
AGTTGTATGGGTTAGCCGAGAGTAGTGCGTATGATT
>CD8| CDBA |AHS0027 |pAbO
‘TGATTGGGTACGCGCTTGGCTTATATAGTCGGGTCT
>CD127 | LR | AHS0028 | pAbO
AGTTATTAGGCTCGTAGGTATGTTTAGGTTATCGCG
>CD2|CD2 |AHS0029 | pAbO
AAACGTAGATTAGAGCCGGGTATGTCGCAACTGATT
>CD19|CD19|AHS0030 | pALO
TAGTAATGTGTTCGTAGCCGGTAATAATCTTCGTGG
>CD183 | CXCR3 | AHS0031 | pAO
AAAGTGTTGGCGTTATGTGTTCGTTAGCGGTGTGGG.
>CD4| D4 |AHS0032 | pALO
‘TCGGTGTTATGAGTAGETCGTCGTGCGGTTTGATGT
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>CD11a| LTGAL | AHSOU81 | pADO
AAGTAGAGTAGTCGATTGTTTGATGCGCCAGATGTC
>CD9| D |AHS0082 | pALO
GGGTTGTAAGTCGTCGGAAGTGTGAAGCGTATAGTG
>CD141| THBD | AHS0083 | pALO
TGGAAGTAAGTATGGGTCGGCGTAAATTGTGCGTGT
>CD83| (D3 |AHS0084 | pALD
AAGCTTGGACGATGGTATATTAACGATTGAGAGTGC
>CD94 | KLRD1 | AHS0085 | pAbO
GAGGTTAGGATAGGTGTACGGGTCGAGTTGAATTCT
>CD47 | CDA7 |AHS0087 | pAbO.
TGTTAGGTTCGACGTATTATGTGTAGATCCGCAAGG
>CD1c | CDIC |AHS0088 | pAbO
ATAGATTACATTCGTTTAGCGTTGGGTTCGGTCCGT
>CD326 | EPCAM | AHS0089 | pAbO
TTGAGCGTAAAGTTGCGTCCGGTAATTGAGTTGCGT
>CD336 |NCR2 | AHS0090 | pALO
AATGCAMACGATATCACGAAGGGTAGTACACGACGG
>CD18 | ITGB2 | AHS0091 |pAbO
AGGCGTTCTAAATTGTCGTATGETGCGGGTATGTCT
>CD49b | TTGA2 | AHS0093 | pAO
CAGAAGGGATGATAGGTAATTGCGACGAGTGAGTGT
>CD66| CEACAM1_3_5_6 |AHS0094 | pAbO
GTCTGCGCAAGGTAAGCTAAGTAACGARAGGGATCT
>CD178| FASLG | AHS0095 | pAbO
ACTGGACATGACGAATCGGGAGGTTTATAGACGGTG
>CD126 | IL6R| AHS0096 | pALO
AATGGTGAATCGCCCTAGCAAGTGGTATCGGAATCG
>CD57 | B3GAT1 | AHS0097 | pALO
TIT6CGTAGGTAGCGTATTGAATCGTTTGGTGTCTT
>CD124 | IL4R| AHS0098 | pALO
AGCGATGTTAGAAGCGTTGTTACCCGGTGTTGACTG
>CD98|SLC3A2 | AHS0100 | pALO
GTTGGCGTTAGGTGTCGATTGTATGGGTTATGCTGC
>CD49a | ITGAL | AHS0101 | pAbO
ATGACACGAATGCGACGAGAGGCGAAATAGGTTGGT
>CD133 | PROM | AHS0103 | pAO
TITGGTATTGGCACGGTTTGTAGCGAGTTGACGGTC
>CD357 | TNFRSF18 | AHS0104 | pAbO
TCTGTGTGTCGGGTTGAATCGTAGTGAGTTAGCGTG
>CD270 | TNFRSF14 | AHSO105 | pAbO
AACGATAGATTGCCGAAMGCGATAGAGATTGGAACG
>CD294 | PTGOR2 | AHS0106 | pAO
TTAGAGTTCGTGAGAGGGTAGATCGCGTTTGTAGCC
>IL-21R|IL21R | AHS0107 | pALO
CGGTGGGTCTCGCETACGTAATATAATAGGCTAATG
>87-H4 | VTCN1 | AHS0108 | pAO
TAGAGTGACCGGACCTTGTGTGACGTGTAATGTATC
>CD26 | DPP4 |AHS0109 | pALO.
TGTAGGTTGCGCGGTTATTAGGGTATTATCGATCTG
>CD155 | PVR|AHSO111 |pAbO
GCGGTGGATCGATGGGTATAGTTGGTAATTTGCGTC
>CD30 | TNFRSFB| AHS0114 | pAbO
CCAGTGTAGATTGAGCCGTCGATTTAGTTAGCAGTG
>CD277 | BTN3AL | AHS0115 | pAbO
TAGCACCAGAGGCGCGTAAGTAATTCGATAGATGTT
>CD40| CD40|AHSO117 |pALD
GGTGTAATTGGGCTAGAACGTATATGCGGTAAGGCG
>CDA9E | ITGAS | AHS0118 | pAbO
TGCGAGAATTCACGAGGGTTATATAGGACAGCGAGG
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